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[ Abstract |

ses, but also related to the occurrence and development of coronary heart disease. Gut microbiota affect hypertension, o-

Gut microbiota is not only related to inflammatory digestive tract diseases, tumors, metabolic disea-

besity, diabetes , dyslipidemia and other risk factors of coronary heart disease mainly by the means of short chain fatty
acids (SCFA) ,metabolic pathways involved in the bile acid, secretion and circulation of endotoxin, cytokines, such as
dopamine, fasting induced adipose factors ( Fiaf) , bioactive enzymes, such as AMP-activated protein kinase ( AMPK).

The structure and function of gut microbiota can be adjusted by fecal transplantation, probiotics, antibiotics or dietary
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habits ,which can provide ideas for the prevention of coronary heart disease.
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