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[ Abstract] Objective To investigate the correlation between RANK gene methylation and high-density lipopro-
tein cholesterol (HDL-C) by case-control study. Methods Data were collected from the epidemiological survey data of
Han, Uygur, Kazak residents aged 65 and over in luopu county, mulei county, xinjiang from April 2018 to May 2018,
which were divided into case group and control group. General information and blood biochemical indexes of the subjects
were obtained by questionnaire survey and laboratory test. The genomic methylation modification was performed on Epi-
Tect Fast Bisulfite Conversion Kits, BiQ Analyzer was used to compare the RANK genome standard sequence and se-
quencing sequence. The methylation rate of RANK gene CpG island in the control group was analyzed by covariance a-
nalysis after adjusting the prevalence rate of age ,smoking, drinking and hypertension and diabetes. Results  Among eld-
erly uygur,kazak nationality males of xinjiang, The methylation rate of RANK gene CpG island in the control group was
lower than that in the case group,The difference was statistically significant( P <0.05). After adjusting the prevalence
rate of age,smoking,drinking and hypertension and diabetes, Among elderly uygur, kazak nationality males of xinjiang,
The methylation rate of RANK gene CpG island in the control group was lower than that in the case group (P <0.05).
Conclusion Among elderly uygur, kazak nationality males of xinjiang,a slight increase in RANK methylation may be
associated with low HDL cholesterol.
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